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SUPPLEMENTARY FIG. 1. Alignment using ESPript V 3.0 program with default parameters. The protein sequence belongs to OsttaISA1
(Ostreococcus tauri Isoamylase 1); Isoamylase from Chlamydomonas reindhartii (AAP85534.1); Trex from Sulfolobus solfataricus (WP_009989784);
Isoamylase 1 from Arabidopsis thaliana (NP_181522); Isoamylase 1 from Heliantus annuus (XP_022037404); Isoamylase 1 from Jatropha curcas
(XP_012075534); Isoamylase from Klebsormidium nitens (GAQ88556); Isoamylase 1 from Oryza sativa (AI121931); Isoamylase 1 from Pisum
sativum (AAZ81835); Putative Isoamylase from Ricinus communis (EEF32503); Isoamylase 1 from Solanum tuberosum (NP_001274937);
Isoamylase 1 from Spinacia oleracea (XP_021857581); Isoamylase 1 isoform 2 from Theobroma cacao (EOY32085); Isoamylase D1 from Triticum
aestivum (AAP44580). Catalytic aminoacids are black boxed and tagged according to Ostreococcus tauri numbering. Numbers above sequence refers
to O. tauri. The color code is as follows: Red box, white character means “Strict identity”’; Red character or black bold means “Similarity in a group”;
Blue frame means “Similarity across groups”. Blue arrowheads mark the amino acids involved in dimerization (in ChlreISA1).
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SUPPLEMENTARY FIG. 2. CBM amino acid sequence alignment. Numbering refers to 1ACZ. Y527, W543, Y556, W590 y W563: Aminoacids
involved in carbohydrate binding. W615: Aminoacid with important role on CBM structure. CBM20GA.A Niger is CBM20 (glucoamylase - 1ACZ)
from A. niger; CBM20AG. O.Tauri is CBM20 (glucan 1,4-a-glycosidase) from O. tauri; CBM20CG.B.Circulans is CBM20 (cyclomaltodextrin
glucanotransferase) from B. circulans; CBM20GT.A. Thaliana is CBM20 (4-o-glucanotransferase) from A. thaliana; CBMS53SSIII.A.Thaliana is
CBMS53 (starch synthase IIT) from A. thaliana; CBM48ISA.O.Tauri is CBM48 (isoamilase) from O. tauri, CBM48.DBE.E.Coli is CBM48 (glycogen
debranching enzyme) from E. coli.
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